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Cloning, expression and chromosomal localization of a novel 
human dipeptidyl peptidase (DPP) IV homolog, DPP8. 

Abbott CA, Yu DM, WooUatt E, Sutherland GR, McCaughan GW, 
Gorrell MD, 

A. W. Morrow Gastroenterology and Liver Centre, Royal Prince Alfred 
Hospital, Centenary Institute of Cancer Medicine and Cell Biologyand The 
University of Sydney, NSW, Australia, c.abbott@centenary.usyd.edu.au 

Dipeptidyl peptidase (DPP) IV has roles in T-cell costimulation, chemokine 
biology, type-II diabetes and tumor biology. Fibroblast activation protein 
(FAP) has been implicated in tumor growth and cirrhosis. Here we describe 
DPP8, a novel human postproline dipeptidyl aminopeptidase that is 
homologous to DPPIV and FAP. Northern-blot hybridization showed that 
the tissue expression of DPP8 mRNA is ubiquitous, similar to that of 
DPPIV. The DPP8 gene was localized to chromos,Qme.ISq22,^distinct-fi:'om - 
^ closel>M;elated_gene^a^^^ full-length 
DTP8"ct)NA codes for an 882 -amino-acid protein that has about 27% 
identity and 51% similarity to DPPIV and FAP, but no transmembrane 
domain and no N-linked or 0-linked glycosylation. Westem blots and 
confocal microscopy of transfected COS-7 cells showed DPP8 to be a 100- 
kDa monomeric protein expressed in the cytoplasm. Purified recombinant 
DPP8 hydrolyzed the DPPIV substrates Ala-Pro, Arg-Pro and Gly-Pro. 
Thus recombinant DPP8 shares a postproline dipeptidyl aminopeptidase 
activity with DPPIV and FAP. DPP8 enzyme activity had a neutral pH 
optimum consistent with it being nonlysosomal. The similarities between 
DPP8 and DPPIV in tissue expression pattern and substrates suggests a 
potential role for DPP8 in T-cell activation and immune function. 

MeSH Terms: 
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Substances: 

• Serine Endopeptidases 

• Antigens, CD26 

• fibroblast-activating factor 

• Recombinant Proteins 

• Growth Substances 

Secondary source id: 

• GENBANK/AF221637 

• GENBANK/AF221636 

• GENBANKyAF221635 

• GENBANK/AF221634 

PMID: 11012666 [PubMed - indexed for MEDLINE] 



Display 



Citation 



Show: 



20 



E 



Sort 



3 



Send to IText 



E 



Write to the Help Desk 
NCBI I NLM I NIH 
De partment of Health & Human Services 
Freedom of Information Act | Disclaimer 



i686-pc-iiniL\-gnuJan2i 2003 17:57:06 



http://www.ncbi. nlni.nih.gov/entrez/utils/qmapxgi?uid=20467194&forni=6&db=^ 



1/23/03 



'NCBI Sequence Viewer 



Page 1 of 3 



PubMed 



Nucleotide Protein 



:ttcc- 




Genome 



structure PMC Taxonomy OMIM 



Search I Nucleotide |F| for 



Limits 



Preview/Index 



Display j 



default 



Eshow: |20 H 



Send to 



File 



Go 



Clear 



History 



Clipboard 



Get Subsequence 



Boo 



Details 



□ 1: AF221634. Homo sapiens dipe...[gi:11095187] 



Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



AF221634 3127 bp mRNA 

Homo sapiens dipeptidyl peptidase 8 (DPP8) 
AF221634 

AF221634 . 1 GI: 11095187 



linear PRI 05-NOV-2000 
mRNA, complete cds . 



gene 
CDS 



Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 3127) 

Abbott, C. A., Yu,D.M., Woollatt,E., Sutherland, G . R . , McCaughan, G . W . 
and Gorrell,M.D. 

Cloning, expression and chromosomal localization of a novel human 
dipeptidyl peptidase (DPP) IV homolog, DPP8 
Eur. J. Biochem. 267 (20), 6140-6150 (2000) 

20467194 
11012666 

2 (bases 1 to 3127) 

Abbott, C. A., Yu,D., McCaughan, G . W . and Gorrell,M.D. 
Direct Submission 

Submitted (06- JAN-2 000) A.W. Morrow Gastroenterology and Liver 
Centre, Centenary Institute of Cell Biology and Cancer Medicine, 
Locked Bag No. 6, Newtown, Sydney, NSW 2042, Australia 

Location/Qualifiers 

1. .3127 

/organism= "Homo sapiens" 

/ db_xr e f = " t axon : 9 6 0 6 " 

/chromosome= " 15 " 

/map="15q2 2 " 

1. .3127 

/gene="DPP8" 

214 . .2862 

/gene="DPP8" 

/note=" serine protease; member of prolyl oligopetidase S9b 
family belonging to enzyme clan SC; alternatively spliced 



~f .Qr.ms_Qf _t hi s mRNA are found i n AF221635 . AF22163 .6^and. 



AF221637" 



"Tcocio n_ s t a r t = 1 

/product= "dipeptidyl peptidase 8" 
/protein id=" AAG2 9766 . 1 " 
/db_xref="GI : 11095188" 

/translation="MAAAMETEQLGVEIFETADCEENIESQDRPKLEPFYVERYSWSQ 
LKKLLADTRKYHGYMMAKAPHDFMFVKRNDPDGPHSDRIYYLAMSGENRENTLFYSEI 
PKTINRAAVLMLSWKPLLDLFQATLDYGMYSREEELLRERKRIGTVGIASYDYHQGSG 
TFLFQAGSGIYHVKDGGPQGFTQQPLRPNLVETSCPNIRMDPKLCPADPDWIAFIHSN 
DIWISNIVTREERRLTYVHNELANMEEDARSAGVATFVLQEEFDRYSGYWWCPKAETT 
PSGGKILRILYEENDESEVEIIHVTSPMLETRRADSFRYPKTGTANPKVTFKMSEIMI 
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DAEGRIIDVIDKELIQPFEILFEGVEYIARAGWTPEGKYAWSILLDRSQTRLQIVLIS 
PELFIPVEDDVMERQRLIESVPDSVTPLIIYEETTDIWINIHDIFHVFPQSHEEEIEF 
IFASECKTGFRHLYKITSILKESKYKRSSGGLPAPSDFKCPIKEEIAITSGEWEVLGR 
HGSNIQVDEVRRLVYFEGTKDSPLEHHLYWSYWPGEVTRLTDRGYSHSCCISQHCD 
FFISKYSNQKNPHCVSLYKLSSPEDDPTCKTKEFWATILDSAGPLPDYTPPEIFSFES 
TTGFTLYGMLYKPHDLQPGKKYPTVLFIYGGPQVQLVNNRFKGVKYFRLNTLASLGYV 
VWIDNRGSCHRGLKFEGAFKYKMGQIEIDDQVEGLQYLASRYDFIDLDRVGIHGWSY 
GGYLSLMALMQRSDIFRVAIAGAPVTLWIFYDTGYTERYMGHPDQNEQGYYLGSVAMQ 
AEKFPSEPNRLLLLHGFLDENVHFAHTSILLSFLVRAGKPYDLQIYPQERHSIRVPES 
GEHYELHLLHYLQENLGSRIAALKVI " 

BASE COUNT 943 a 637 c 706 g 841 t 

ORIGIN 

1 aagtgctaaa gcctccgagg ccaaggccgc tgctactgcc gccgctgctt cttagtgccg 
61 cgttcgccgc ctgggttgtc accggcgccg ccgccgagga agccactgca accaggaccg 
121 gagtggaggc ggcgcagcat gaagcggcgc aggcccgctc catagcgcac gtcgggacgg 
181 tccgggcggg gccgggggga aggaaaatgc aacatggcag cagcaatgga aacagaacag 
241 ctgggtgttg agatatttga aactgcggac tgtgaggaga atattgaatc acaggatcgg 
301 cctaaattgg agccttttta tgttgagcgg tattcctgga gtcagcttaa aaagctgctt 
361 gccgatacca gaaaatatca tggctacatg atggctaagg caccacatga tttcatgttt 
421 gtgaagagga atgatccaga tggacctcat tcagacagaa tctattacct tgccatgtct 
481 ggtgagaaca gagaaaatac actgttttat tctgaaattc ccaaaactat caatagagca 
541 gcagtcttaa tgctctcttg gaagcctctt ttggatcttt ttcaggcaac actggactat 
601 ggaatgtatt ctcgagaaga agaactatta agagaaagaa aacgcattgg aacagtcgga 
661 attgcttctt acgattatca ccaaggaagt ggaacatttc tgtttcaagc cggtagtgga 
721 atttatcacg taaaagatgg agggccacaa ggatttacgc aacaaccttt aaggcccaat 
781 ctagtggaaa ctagttgtcc caacatacgg atggatccaa aattatgccc cgctgatcca 
841 gactggattg cttttataca tagcaacgat atttggatat ctaacatcgt aaccagagaa 
901 gaaaggagac tcacttatgt gcacaatgag ctagccaaca tggaagaaga tgccagatca 
961 gctggagtcg ctacctttgt tctccaagaa gaatttgata gatattctgg ctattggtgg 
1021 tgtccaaaag ctgaaacaac tcccagtggt ggtaaaattc ttagaattct atatgaagaa 
1081 aatgatgaat ctgaggtgga aattattcat gttacatccc ctatgttgga aacaaggagg 
1141 gcagattcat tccgttatcc taaaacaggt acagcaaatc ctaaagtcac ttttaagatg 

12 01 tcagaaataa tgattgatgc tgaaggaagg atcatagatg tcatagataa ggaactaatt 
1261 caaccttttg agattctatt tgaaggagtt gaatatattg ccagagctgg atggactcct 
1321 gagggaaaat atgcttggtc catcctacta gatcgctccc agactcgcct acagatagtg 

13 81 ttgatctcac ctgaattatt tatcccagta gaagatgatg ttatggaaag gcagagactc 
1441 attgagtcag tgcctgattc tgtgacgcca ctaattatct atgaagaaac aacagacatc 
1501 tggataaata tccatgacat ctttcatgtt tttccccaaa gtcacgaaga ggaaattgag 
1561 tttatttttg cctctgaatg caaaacaggt ttccgtcatt tatacaaaat tacatctatt 
1621 ttaaaggaaa gcaaatataa acgatccagt ggtgggctgc ctgctccaag tgatttcaag 
1681 tgtcctatca aagaggagat agcaattacc agtggtgaat gggaagttct tggccggcat 
1741 ggatctaata tccaagttga tgaagtcaga aggctggtat attttgaagg caccaaagac 
1801 tcccctttag agcatcacct gtacgtagtc agttacgtaa atcctggaga ggtgacaagg 
1861 ctgactgacc gtggctactc acattcttgc tgcatcagtc agcactgtga cttctttata 
1921 agtaagtata gtaaccagaa gaatccacac tgtgtgtccc tttacaagct atcaagtcct 
1981 gaagatgacc caacttgcaa aacaaaggaa ttttgggcca ccattttgga ttcagcaggt 
2041 cctcttcctg actatactcc tccagaaatt ttctcttttg aaagtactac tggatttaca 
2101 ttgtatggga tgctctacaa gcctcatgat ctacagcctg gaaagaaata tcctactgtg 
2161 ctgttcatat atggtggtcc tcaggtgcag ttggtgaata atcggtttaa aggagtcaag 
2221 tatttccgct tgaataccct agcctctcta ggttatgtgg ttgtagtgat agacaacagg , 
2281 ggatcctgtc accgagggct taaatttgaa ggcgccttta aatataaaat gggtcaaata 
2341 gaaattgacg atcaggtgga aggactccaa tatctagctt ctcgatatga tttcattgac 
2401 ttagatcgtg tgggcatcca cggctggtcc tatggaggat acctctccct gatggcatta 
2461 atgcagaggt cagatatctt cagggttgct attgctgggg ccccagtcac tctgtggatc 
2521 ttctatgata caggatacac ggaacgttat atgggtcacc ctgaccagaa tgaacagggc 
2581 tattacttag gatctgtggc catgcaagca gaaaagttcc cctctgaacc aaatcgttta 
2641 ctgctcttac atggtttcct ggatgagaat gtccattttg cacataccag tatattactg 
2701 agttttttag tgagggctgg aaagccatat gatttacaga tctatcctca ggagagacac 
2761 agcataagag ttcctgaatc gggagaacat tatgaactgc atcttttgca ctaccttcaa 
2821 gaaaaccttg gatcacgtat tgctgctcta aaagtgatat aattttgacc tgtgtagaac 
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2881 tctctggtat acactggcta tttaaccaaa tgaggaggtt taatcaacag aaaacacaga 

2941 attgatcatc acattttgat acctgccatg taacatctac tcctgaaaat aaatgtggtg 

3001 ccatgcaggg gtctacggtt tgtggtagta atctaatacc ttaaccccac atgctcaaaa 

3061 tcaaatgata catattcctg agagacccag caataccata agaattacta aaaaaaaaaa 

3121 aaaaaaa 

// 



Revised: July 5, 2002. 



Disclaimer | Write to the Help Desk 
NCBI I NLM I NIH 



Jan 21 2003 18:08:12 



http://\\ww.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db^ 1/23/03 



NCBI Sequence Viewer 



Page 1 of 2 



5 NCiD 



Nucleotide Protein Genome Structure PMC Taxonomy OMIM 



PubMed 

Search I Nucleotide H for) ~ 
Limits Preview/Index 

igshow:[2rEi 



Display 



default 



Send to File 



Go 



Clear 



History 

E 



Clipboard 



Get Subsequence 



Boo 



Details 



n 1: AF221635. Homo sapiens dipe...[gi: 11095189] 



Links 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



linear PRI 05-NOV-2000 
mRNA, partial cds, 



gene 
CDS 



AF221635 1197 bp mRNA 

Homo sapiens dipeptidyl peptidase 8 (DPP8] 
alternatively spliced. 
AF221635 

AF221635.1 01:11095189 



Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 1197) 

Abbott, C. A., Yu,D.M., Woollatt,E., Sutherland, G.R. , McCaughan, G . W . 
and Gorrell,M.D. 

Cloning, expression and chromosomal localization of a novel human 

dipeptidyl peptidase (DPP) IV homolog, DPP8 

Eur. J. Biochem. 267 (20), 6140-6150 (2000) 

2046 7 19 4 

11012666 

2 (bases 1 to 1197) 

Abbott, C. A., Yu,D., McCaughan , G . W . and Gorrell,M.D. 
Direct Submission 

Submitted (06-JAN-2000) A.W. Morrow Gastroenterology and Liver 
Centre, Centenary Institute of Cell Biology and Cancer Medicine, 
Locked Bag No. 6, Newtown, . Sydney , NSW 2042, Australia 

Location/Qualif iers 

1. . 1197 

/organism="Homo sapiens" 

/db_xref ="taxon: 9606" 

/ chromosome = " 15 " 

/map="15q22" 

/clone="T21" 

/ tissue_type= "placenta" 

/clone_lib= " lambdaTripleExTM : Clontech" 

<1 . . 1197 

/gene="DPP8" 

<1. . 935 

/gene="DPP8" 

/note=" serine protease; member of prolyl oligopetidase S9b 
family belonging to enzyme clan SC; additional splice 
variants of this mRNA are found in GenBank Accession 
Numbers AF221634, AF221636 and AF221637" 
/codon_start=3 . 

/product= "dipeptidyl peptidase 8" 
/protein id=" AAG2 9767 . 1 " 
/db_xref="GI : 11095190" 

/translation="FEGTKDSPLEHHLYWSYVNPGEVTRLTDRGYSHSCCISQHCDF 
FISKYSNQKNPHCVSLYKLSSPEDDPTCKTKEFWATILDSAGPLPDYTPPEIFSFEST 
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TGFTLYGMLYKPHDLQPGKKYPTVLFIYGGPQGQIEIDDQVEGLQYLASRYDFIDLDR 
VGIHGWSYGGYLSLMALMQRSDIFRVAIAGAPVTLWIFYDTGYTERYMGHPDQNEQGY 
YLGSVAMQAEKFPSEPNRLLLLHGFLDENVHFAHTSILLSFLVRAGKPYDLQIYPQER 
HS IRVPESGEHYELHLLHYLQENLGSRI AALKVI " 

BASE COUNT 357 a 258 C 242 g 340 t 

ORIGIN 

1 attttgaagg caccaaagac tcccctttag agcatcacct gtacgtagtc agttacgtaa 
61 atcctggaga ggtgacaagg ctgactgacc gtggctactc acattcttgc tgcatcagtc 
121 agcactgtga cttctttata agtaagtata gtaaccagaa gaatccacac tgtgtgtccc 
181 tttacaagct atcaagtcct gaagatgacc caacttgcaa aacaaaggaa ttttgggcca 
241 ccattttgga ttcagcaggt cctcttcctg actatactcc tccagaaatt ttctcttttg 
301 aaagtactac tggatttaca ttgtatggga tgctctacaa gcctcatgat ctacagcctg 
361 gaaagaaata tcctactgtg ctgttcatat atggtggtcc tcagggtcaa atagaaattg 
421 acgatcaggt ggaaggactc caatatctag cttctcgata tgatttcatt gacttagatc 
481 gtgtgggcat ccacggctgg tcctatggag gatacctctc cctgatggca ttaatgcaga 
541 ggtcagatat cttcagggtt gctattgctg gggccccagt cactctgtgg atcttctatg 
601 atacaggata cacggaacgt tatatgggtc accctgacca gaatgaacag ggctattact 
661 taggatctgt ggccatgcaa gcagaaaagt tcccctctga accaaatcgt ttactgctct 
721 tacatggttt cctggatgag aatgtccatt ttgcacatac cagtatatta ctgagttttt 
781 tagtgagggc tggaaagcca tatgatttac agatctatcc tcaggagaga cacagcataa 
841 gagttcctga atcgggagaa cattatgaac tgcatctttt gcactacctt caagaaaacc 
901 ttggatcacg tattgctgct ctaaaagtga tataattttg acctgtgtag aactctctgg 
961 tatacactgg ctatttaacc aaatgaggag gtttaatcaa cagaaaacac agaattgatc 
1021 atcacatttt gatacctgcc atgtaacatc tactcctgaa aataaatgtg gtgccatgca 
1081 ggggtctacg gtttgtggta gtaatctaat accttaaccc cacatgctca aaatcaaatg 
1141 atacatattc ctgagagacc cagcaatacc ataagaatta ctaaaaaaaa aaaaaaa 

// 
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□ 1: AF221636. Homo sapiens dipe...[gi:l 1095191] 



Links 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



gene 
CDS 



AF221636 1669 bp mRNA linear PRI 05-NOV-2000 

Homo sapiens dipeptidyl peptidase 8 (DPP8) mRNA, partial cds, 
alternatively spliced. 
AF221636 

AF22163 6 . 1 GI : 11095191 

Homo s ap i en s ( human ) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 1669) 

Abbott, C. A., Yu,D.M., Woollatt,E., Sutherland, G . R . , McCaughan, G . W . 
and Gorrell,M.D. 

Cloning, expression and chromosomal localization of a novel human 

dipeptidyl peptidase (DPP) IV homolog, DPP8 

Eur. J. Biochem. 267 (20), 6140-6150 (2000) 

20467194 

11012666 

2 (bases 1 to 1669) 

Abbott, C. A., Yu,D., McCaughan, G.W. and Gorrell,M.D. 
Direct Submission 

Submitted (06-JAN-2000) A.W. Morrow Gastroenterology and Liver 
Centre, Centenary Institute of Cell Biology and Cancer Medicine, 
Locked Bag No. 6, Newtown, Sydney, NSW 2042, Australia 

Location/Qualif iers 

1..1669 

/organism= "Homo sapiens" 
/db_xref ="taxon: 9606" 
/ chromosome = " 15 " 
/map="15q22" 
/clone="T8" 

/tissue_type= "placenta" 

/clone_lib="lambdaTripleExTM: Clontech" 

<1. .1669 

/gene="DPP8" 

<1. .1399 

/gene="DPP8" 

/note=" serine protease; member of prolyl oligopetidase S9b 
family belonging to enzyme clan SC; isoform missing the 
catalytic serine required for enzyme activity; additional 
splice variants of this mRNA are found in GenBank 
Accession Numbers AF221634, AF221635 and AF221637" 
/ codon_start=2 

/product="dipeptidyl peptidase 8" 
/protein_id= " AAG29768 . 1 " 
/db_xref ="GI : 11095192 " 

/translation= "TGTANPKVTFKMSEIMIDAEGRIIDVIDKELIQPFEILFEGVEY 
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BASE COUNT 524 
ORIGIN 

1 aacaggtaca 
61 aggaaggatc 
121 aggagttgaa 
181 cctactagat 
241 cccagtagaa 
301 gacgccacta 
361 tcatgttttt 
421 aacaggtttc 
4 81 atccagtggt 
541 aattaccagt 
601 agtcagaagg 
661 cgtagtcagt 
721 ttcttgctgc 
781 tccacactgt 
841 aaaggaattt 
901 agaaattttc 
961 tcatgatcta 
1021 ggttgctatt 
1081 acgttatatg 
1141 gcaagcagaa 
1201 tgagaatgtc 
1261 gccatatgat 
1321 agaacattat 
1381 tgctctaaaa 
1441 aaccaaatga 
1501 tgccatgtaa 
1561 ggtagtaatc 
1621 gacccagcaa 

// 



lARAGWTPEGKYAWSILLDRSQTRLQIVLISPELFIPVEDDVMERQRLIESVPDSVTP 
LIIYEETTDIWINIHDIFHVFPQSHEEEIEFIFASECKTGFRHLYKITSILKESKYKR 
SSGGLPAPSDFKCPIKEEIAITSGEWEVLGRHGSNIQVDEVRRLVYFEGTKDSPLEHH 
LYWSYVNPGEVTRLTDRGYSHSCCISQHCDFFISKYSNQKNPHCVSLYKLSSPEDDP 
TCKTKEFWATILDSAGPLPDYTPPEIFSFESTTGFTLYGMLYKPHDLQPGKKYPTVLF 
lYGGPQVAIAGAPVTLWIFYDTGYTERYMGHPDQNEQGYYLGSVAMQAEKFPSEPNRL 
LLLHGFLDENVHFAHTSILLSFLVRAGKPYDLQIYPQERHSIRVPESGEHYELHLLHY 
LQENLGSRIAALKVI " 
a 336 c 336 g 473 t 



gcaaatccta 
atagatgtca 
tatattgcca 
cgctcccaga 
gatgatgtta 
attatctatg 
ccccaaagtc 
cgtcatttat 
gggctgcctg 
ggtgaatggg 
ctggtatatt 
tacgtaaatc 
atcagtcagc 
gtgtcccttt 
tgggccacca 
tcttttgaaa 
cagcctggaa 
gctggggccc 
ggtcaccctg 
aagttcccct 
cattttgcac 
ttacagatct 
gaactgcatc 
gtgatataat 
ggaggtttaa 
catctactcc 
taatacctta 
taccataaga 



aagtcacttt 
tagataagga 
gagctggatg 
ctcgcctaca 
tggaaaggca 
aagaaacaac 
acgaagagga 
acaaaattac 
ctccaagtga 
aagttcttgg 
ttgaaggcac 
ctggagaggt 
actgtgactt 
acaagctatc 
ttttggattc 
gtactactgg 
agaaatatcc 
cagtcactct 
accagaatga 
ctgaaccaaa 
ataccagtat 
atcctcagga 
ttttgcacta 
tttgacctgt 
tcaacagaaa 
tgaaaataaa 
accccacatg 
attactaaaa 



taagatgtca 
actaattcaa 
gactcctgag 
gatagtgttg 
gagactcatt 
agacatctgg 
aattgagttt 
atctatttta 
tttcaagtgt 
ccggcatgga 
caaagactcc 
gacaaggctg 
ctttataagt 
aagtcctgaa 
agcaggtcct 
atttacattg 
tactgtgctg 
gtggatcttc 
acagggctat 
tcgtttactg 
attactgagt 
gagacacagc 
ccttcaagaa 
gtagaactct 
acacagaatt 
tgtggtgcca 
ctcaaaatca 
aaaaaaaaaa 



gaaataatga 
ccttttgaga 
ggaaaatatg 
atctcacctg 
gagtcagtgc 
ataaatatcc 
atttttgcct 
aaggaaagca 
cctatcaaag 
tctaatatcc 
cctttagagc 
actgaccgtg 
aagtatagta 
gatgacccaa 
cttcctgact 
tatgggatgc 
ttcatatatg 
tatgatacag 
tacttaggat 
ctcttacatg 
tttttagtga 
ataagagttc 
aaccttggat 
ctggtataca 
gatcatcaca 
tgcaggggtc 
aatgatacat 
aaaaaaaaa 



ttgatgctga 
ttctatttga 
cttggtccat 
aattatttat 
ctgattctgt 
atgacatctt 
ctgaatgcaa 
aatataaacg 
aggagatagc 
aagttgatga 
atcacctgta 
gctactcaca 
accagaagaa 
cttgcaaaac 
atactcctcc 
tctacaagcc 
gtggtcctca 
gatacacgga 
ctgtggccat 
gtttcctgga 
gggctggaaa 
ctgaatcggg 
cacgtattgc 
ctggctattt 
ttttgatacc 
tacggtttgt 
attcctgaga 
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n 1: AF221637. Homo sapiens dipe...[gi: 11095 193] 



Links 



LOCUS AF221637 1083 bp mRNA linear PRI 05-NOV-2000 

DEFINITION Homo sapiens dipeptidyl peptidase 8 {DPP8) mRNA, partial cds , 

alternatively spliced. 
ACCES S ION AF2 2163 7 

VERSION AF221637.1 GI: 11095193 

KEYWORDS 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 1083) 

AUTHORS Abbott, C. A., Yu,D.M., Woollatt,E., Sutherland, G . R McCaughan, G . W . 
and Gorrell^M.D. 

Cloning, expression and chromosomal localization of a novel human 
dipeptidyl peptidase (DPP) IV homolog, DPPS 
Eur. J. Biochem. 267 (20), 6140-6150 (2000) 
20467194 
11012666 

2 (bases 1 to 1083) 

Abbott, C. A., Yu,D., McCaughan, G.W. and Gorrell,M.D. 
Direct Submission 

Submitted (06- JAN-2000) A.W. Morrow Gastroenterology and Liver 
Centre, Centenary Institute of Cell Biology and Cancer Medicine, 
Locked Bag No. 6, Newtown, Sydney, NSW 2042, Australia 
Location/Qualif iers 
1. . 1083 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome^" 15 " 
/map^"15q22" 
/clone= " stPBMCd3 -3 - 1 " 
/cell_type="PHA stimulated PBMC" 
gene <1 . . >1083 

/gene="DPP8" 
CDS <1. . >1083 

/gene="DPP8" 

/note=" serine protease; member of prolyl oligopetidase S9b 
family belonging to enzyme clan SC; additional splice 
variants of this mRNA are found in GenBank Accession 
Numbers AF221634, AF221635 and AF221636" 
/ codon_start=2 

/product= "dipeptidyl peptidase 8" 
/protein_id= " AAG29769. 1 " 
/db_xref ="GI : 11095194 " 

/translation="EEDARSAGVATFVLQEEFDRYSGYWWCPKAETTPSGGKILRILY 
EENDESEVEIIHVTSPMLETRRADSFRYPKTGTANPKVTFKMSEIMIDAEGRIIVDEV 
RRLVYFEGTKDSPLEHHLYWSYVNPGEVTRLTDRGYSHSCCISQHCDFFISKYSNQK 



TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



http://www.ncbi.nlrn.nih. gov/entrez/query.fcgi?crnd=Retrieve&db=nucleotide&list_uids= 1/23/03 
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NPHCVSLYKLSSPEDDPTCKTKEFWATILDSAGPLPDYTPPEIFSFESTTGFTLYGML 
YKPHDLQPGKKYPTVLFIYGGPQVQLVNNRFKGVKYFRLNTLASLGYWWIDNRGSC 
HRGLKFEGAFKYKMGQIEIDDQVEGLQYLASRYDFIDLDRVGIHGWSYGGYLSLMALM 
QRSDIFRVAIAGAPVTLWIFYDTGYT" 

BASE COUNT 312 a 213 c 247 g 311 t 

ORIGIN 

1 ggaagaagat gccagatcag ctggagtcgc tacctttgtt ctccaagaag aatttgatag 
61 atattctggc tattggtggt gtccaaaagc tgaaacaact cccagtggtg gtaaaattct 
121 tagaattcta tatgaagaaa atgatgaatc tgaggtggaa attattcatg ttacatcccc 
181 tatgttggaa acaaggaggg cagattcatt ccgttatcct aaaacaggta cagcaaatcc 
241 taaagtcact tttaagatgt cagaaataat gattgatgct gaaggaagga tcatagttga 
301 tgaagtcaga aggctggtat attttgaagg caccaaagac tcccctttag agcatcacct 
361 gtacgtagtc agttacgtaa atcctggaga ggtgacaagg ctgactgacc gtggctactc 
421 acattcttgc tgcatcagtc agcactgtga cttctttata agtaagtata gtaaccagaa 
481 gaatccacac tgtgtgtccc tttacaagct atcaagtcct gaagatgacc caacttgcaa 
541 aacaaaggaa ttttgggcca ccattttgga ttcagcaggt cctcttcctg actatactcc 
601 tccagaaatt ttctcttttg aaagtactac tggatttaca ttgtatggga tgctctacaa 
661 gcctcatgat ctacagcctg gaaagaaata tcctactgtg ctgttcatat atggtggtcc 
721 tcaggtgcag ttggtgaata atcggtttaa aggagtcaag tatttccgct tgaataccct 
781 agcctctcta ggttatgtgg ttgtagtgat agacaacagg ggatcctgtc accgagggct 
841 taaatttgaa ggcgccttta aatataaaat gggtcaaata gaaattgacg atcaggtgga 
901 aggactccaa tatctagctt ctcgatatga tttcattgac ttagatcgtg tgggcatcca 
961 cggctggtcc tatggaggat acctctccct gatggcatta atgcagaggt cagatatctt 

1021 cagggttgct attgctgggg ccccagtcac tctgtggatc ttctatgata caggatacac 

1081 gga 

// 
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ENZYME LIST 



[3.4.14.3 Transferred entry: now EC 3.4.19.1 - Acylaminoacyl-peptidase] 



3.4.14.4 

REACTION: 

OTHER NAME(S) : 
COMMENTS: 

REFERENCES: 

3.4.14.5 

REACTION: 

OTHER NAME(S) : 
COMMENTS: 
REFERENCES: 

3,4.14.6 

REACTION: 

OTHER NAME(S) : 
COMMENTS: 



Dipeptidyl-peptidase III 

Release of an N-terminal dipeptide from a peptide of four or more 
residues, with broad specificity ttt 
Dipeptidyl aminopeptidase III; Dipeptidyl arylamidase III; 
Red cell angiotensinase; Enkephalinase B , „ «• vi 

A cytosolic serine-type peptidase active at neutral pH. Highly 
selective for Arg-Arg-2-naphthylamide at pH 9.2. Inactive on 
(Glu)4, (Gly)4, and tripeptides, as well as bonds involving 
proline 

1237, 3197, 4862 
Dipeptidyl-peptidase IV 

Release of an N-terminal dipeptide, Xaa-Xbb^Xcc, from a 
polypeptide, preferentially when Xbb is Pro, provided Xcc is 
neither Pro nor hydroxyproline 

Dipeptidyl aminopeptidase IV; Xaa-Pro-dipeptidyl-aminopeptidase; 
Gly-Pro naphthylamidase; Postproline dipeptidyl aminopeptidase IV 
A membrane-bound serine-type peptidase in mammals and 
f lavobacteria 
2478, 3192, 5345 

Dipeptidyl-dipeptidase . 
Preferential release of dipeptides from a tetrapeptide, e.g. 
Ala-GlylAla-Gly. Acts more slowly on Ala-Ala|Ala-Ala and 
Gly-Gly-fcly-Gly . . , , . 

Dipeptidyl tetrapeptide hydrolase; Dipeptidyl ligase; 
Tetrapeptide dipeptidase , . , i 

A thiol-activated peptidase from cabbage {Brasstca oleracea) . 
Tetrapeptides are formed from Ala-Ala, Gly-Gly, Ala-Gly and 
Gly-Ala 
1253 



REFERENCES 

[3.4.14.7 Deleted entry: Tetralysine endopeptidase] 

[3.4.14.8 Transferred entry: now EC 3.4.14.9 - Tripeptidyl-peptidase I and 
EC 3.4.14.10 - Tripeptidyl-peptidase II] 



3.4.14.9 

REACTION 
OTHER NAME(S) 
COMMENTS 

REFERENCES: 

3.4.14.10 

REACTION 
OTHER NAME(S) 
COMMENTS 

REFERENCES: 



Tripeptidyl-peptidase I ^ ^.-j^ 

Release of an N-terminal tripeptide from a polypeptide 
Tripeptidyl aminopeptidase; Tripeptidyl peptidase ^..^^^-^nvl 
A lysosomal enzyme active at acidic pH. Inhibited by diisopropy] 
fluorophosphate. Formerly included in EC 3.4.14.8 
1111, 3194 

Tripeptidyl-peptidase II , 
Release of an N-terminal tripeptide from a polypeptide 
Tripeptidyl aminopeptidase; Tripeptidyl Peptidase .iigoprop 
A cytosolic enzyme active at neutral pH. Inhibited by diisoprop 
fluorophosphate. Formerly included m EC 3.4.14.8 
275-6, 5066 



Title: N^L SERINE PROTEASE GENES RELATED TO DPPIV 

Inventors: Steve Qietal. 
Attorney Docket No. 70669 ^ ' 
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DPP4 600 T 
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DPP4 659 
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